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D iffe ren t m o le cu la r phy logenetic  studies showed tha t m any zoop la n k to n ic  organ ism s, 
like the cyclic pa rthenogene tic  ro tife r Brachionus plicatil is  (Rotifera: M o n o g o n o n ta ), are 
ac tua lly  com prised o f species and biotypes w ith a high degree o f m o rp h o lo g ica l 
s im ila rity  (i.e. cryptic species). Recent phy logene tic  studies w ith m o le cu la r markers (ITS1, 
ribosom a l Internal T ranscribed S pacer 1, and C O I,  C ytochrom e O xidase  subun it I) on 
natura l Brachionus  popu la tions described the presence o f a t least nine genetica lly  
d ive rgen t Brachionus  species o r  biotypes (G óm ez et al., 2 0 0 2 ). There fore , questions rise 
on the actua l identity o f the ro tife r strains used in aquacu ltu re , where Brachionus  
d isc rim ina tion  is still based on m o rp h o lo g y  (L-type and S-type). This study consisted in 
the investiga tion  o f the genetic  m ake-up  o f hatchery strains and strains used in 
a quacu ltu re  research institutes and labora to ries  w ith the D G G E  finge rp rin tin g  
techn ique , using nuc leo tide  sequence va ria tion  w ith in  the m itochond ria l 16S rD N A  
gene. A  large genetic  diversity was fou n d , a lthoug h  this diversity is cons ide rab ly  sm a lle r 
w ith in  hatcheries than w ith in  labora to ries  and aquacu ltu re  research institutes. N ineteen 
16S haplotypes were ob ta ine d  and they a ll p roduced  an unam b iguous D G G E  
fin g e rp rin t o f w hich a database was constructed. Since a la rge a m o u n t o f 1 6S rD N A  
sequence da ta  was ob ta in e d , a N e ig h b o u r Jo in ing  dend rog ram  was constructed to 
study the phylogeny o f these strains. G ene tic  distances fo r  the 1 6S rD N A  m arker were 
ca lcu la ted . These ca lcu la tions support the lite ra ture  results, based on C O I and ITS 
m arkers, tha t a t least tw o biotypes, i.e. B. sp. C aym an and the Taiw an sam ple , are 
d is tinct b io lo g ica l species. As fo r  the o the r biotypes m ore research has to  be done to 
unravel unam b iguous ly  phy logenetic  re la tionships.
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