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Marine Metagenomics fo r new biotechnological applications (MAMBA) is a Collaborative Project, 
funded by EU w ith in the FP7 program [1]. The MAMBA consortium  is bu ilt on the expertise o f 
biochemists, geneticists, m icrobiologists, pharmaceutical chemists and process engineers from  the 
academia. It also involves three companies dealing w ith synthesis o f fine chemicals and biocatalysis 
and bioprospecting fo r anti-cancer and anti-ageing agents. The project is focused on a search and 
use o f new microorganisms-derived activities from  marine environments that are d ifficu lt to  access, 
populated by complex microbial consortia w ith culturable and unculturable bacterial and archaeal 
members and characterized by extreme values o f hypersalinities, h igh/low  temperatures, high 
pressure and other parameters. A number o f d iffe ren t samples from  various sites o f Mediterranean 
Sea and other marine environments have been conducted fo r the preparation o f small, medium and 
large-insert metagenomic libraries, furtherm ore more 1.1 thousand positive fosm ids and phagemids 
have been selected after enzymatic screenings o f interest w ith a number o f most interesting items 
fu lly  characterized. The presentation w ill summarize the major achievements, point at the 
bottlenecks and show possible pathways o f impact o f th is m ultinational collaboration beyond the 
end o f the Project.
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