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Madagascar is ranked as the 9™ poorest country in the world and 80% of the population are entirely
dependent on natural resources (IMF 2014, MEEF 2012). However, Madagascar is also well known as
a biodiversity hotspot (Myers et al., 2000). This high importance of natural resources has lead to
the engagement during the IUCN World Parks Congress of 2003 in Durban to triple the total area of
protected areas in Madagascar, which will occupy about 10% of the total area of the country. Only
79% of that goal was achieved in 2012 and it was observed that only 0.1% was assigned for Marine
Protected Area (MPA) (MEEF 2012). This year (November 2014), during the latest World Parks
Congress in Sydney, Madagascar took again the engagement to triple the extent of its MPAs by
2020. Thus, there is an urgent need of information in order to identify the most efficient spatial
arrangement for a network of MPA around the Island. It is proposed that the spatial distribution of
MPAs should match the dispersal capabilities of the species to be protected. The present study uses
3 key species (Linckia laevigata, Penaeus monodon and Octopus cyanea) in order to investigate the
genetic population structure and connectivity for 25 potential conservation sites (identified by
stakeholders and personal perception) along the Malagasy coast using the mitochondrial CO1 and
microsatellites genetic markers. In addition to this, biodiversity indexes will be collected from each
site using quadrates and transects techniques. The results are expected to reveal the genetic
diversity of the key species which can be used as proxy for other species that have similar biological
feature, the level of connectivity as well as the status and comparison between the biodiversity
profile between these potential sites. Such information will help the stakeholders and influence on
their process of decision-making.
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