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ERRATUM

Ecological traits and environmental affinity explain Red
Sea fish introduction into the Mediterranean
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Provence Cedex 3, France

In the paper by ]. Belmaker et al., 2013, doi: 10.1111/gcb.12132, published in Global Change Biology, 19, 1373-1383,
we detected a computer code error that has impacted Figure 4. The corrected figure is presented below. Note, that
now both trait evenness (b) and divergence (c) are found within the 95% confidence interval.
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Fig. 4 Three indices of multivariate assemblage trait composition (a—c) and a nMDS visualizing the multivariate distribution of Red
Sea species ecological traits (d). In a—c, the solid vertical black lines represent the values attained by the Lessepsian species assemblage
while the histograms depict null values obtained from 500 random draws from the pool of Red Sea species.
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