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Deliverable D4.1



Data Management Plan for the Transnational Access programme

DMP’s for TNA’s (suggested H2020 template)
1. Data Summary

• Explanation of the data source and format

2. How will you make your data FAIR (findable, accessible, inter-operable, re-useable)?

• Discoverability, meta data, keywords, versioning

3. What Access (Open, Partial, Closed) will your data have?

• If some of the data is not OA, explain why and how access could be granted

• What software is required to access them?

4. How will you make your data inter-operable?

• Vocabularies used for the meta data

5. How will the data be made re-usable?

• License, embargo periods, QA processes, how useable is the data by other parties?

6. Allocation of costs and Data security 

• Mostly a formality

7. Ethics

• Could be taken from their TA application

8. Publications

• In an OA journal?

Approach

• From Call 2 onwards:

• A short DMP section is part of the application form they fill in

• A fuller DMP will be sent to each accepted applicant after they have signed their UAC

• Call 1: retrospective request after the Activity Report (13 sent so far, 3 returned)



Data Management Plan for the Joint Research Activities

DMP’s for JRA’s

JRA1 Genomics observatories

JRA2 Cryobanking of Marine Organisms

JRA3 Functional genomics

JRA4 Development of instrumentation

JRA5 Scientific diving 

- What is the JRA about?
- What are the planned activities that will generate data?
- What types and formats of data will be generated/collected?
- Where are the data being generated and stored?
- To whom might the data be useful?
- Are there any reasons why open by default principles do not apply?

https://www.europeandataportal.eu/en/news/european-research-now-open-default


Task Leader: VLIZ.

An online Knowledge Transfer Platform will be implemented as part of the ASSEMBLE Plus web portal. This online 
system will become a central tool for provision with relevant staand exchange of information of researchers and 
research groups, their expertise and scientific output in terms of publications keholder groups. The online system 
will include two modules: 

Knowledge Outputs module will provide the infrastructure to provide users with access to an unrestricted, user 
friendly and searchable database of Knowledge Outputs which may be relevant to them, as provided for by NA3. 
Outputs from TA and from research developed at each marine station will be submitted through a customized form 
which includes

Publications module will be integrated as a publication catalogue and archive in the web portal. This module will 
serve as an open archive for publications resulting from the ASSEMBLE Plus project. The use of the Knowledge 
Transfer Platform will be registered and reported using in-built tools (D NA2.4).

Task NA2.2 Creation of the Knowledge Transfer 
Platform





Marine Genomics







EMBRC Open Access Publications Archive

Purpose

• A central location for all publications produced under the ASSEMBLE Plus and ASSEMBLE Marine 

programmes

• Will contain all OA publications and “self-archived”

Expected contributors
• TA users
• JRA scientists
• Potentially from other scientific activities related to A+



Task NA2.3 Set up virtual open access entry point to 
data resources (1/3)

Task Leader: VLIZ; participants: HCMR, MBA, MPI (and all other partners).

Deliverables: D NA2.2a, b, c: Virtual Access hits to ASSEMBLE Plus data resources (M24, M36, M48)

The central entry point that allows users to access common ASSEMBLE Plus data resources (from JRAs, NA and TA) 
will be created based on existing components.

The datasets module of the Integrated Marine Information System will be plugged into the ASSEMBLE Plus website 
and will allow users to query and select data resources based on a set of relevant search criteria. In order to create 
a digital inventory of the data resources available at the ASSEMBLE Plus stations, each of the partners will describe 
their datasets in a digital catalogue, using an online form. The scope, characteristics, state and accessibility of the 
data will be described following common standardized formats compliant to ISO19115 metadata standard. In case 
the data is already accessible through local online databases a web link to the existing interfaces will be included in 
the dataset description.



Marine biological stations dataset inventory

• In IMIS information system • After additional enquiry

• 12 stations have responded as requested

• 6 stations have responded not to have the intention to describe 
additional datasets

• 6 stations have not answered to the request 

• 5 marine stations need more time





Task NA2.3 Set up virtual open access entry point to 
data resources (2/3)

Task Leader: VLIZ; participants: HCMR, MBA, MPI (and all other partners).

Deliverables: D NA2.2a, b, c: Virtual Access hits to ASSEMBLE Plus data resources (M24, M36, M48)

Data will be deposited into a central ASSEMBLE Plus data repository for archival purposes.

Data infrastructure components that are specific to the genomics observatories data and that were developed 
during the FP7 MicroB3 project will be revitalized and connected to the entry point to meet the GOs data 
requirements. This includes links to other publicly available virtual environments, services, standards registries, and 
data repositories (e.g. Moorea Biocode, the biocode commons, the GSC, workflows developed during MicroB3, 
ENA-EBI data repository, etc.). Data gathered in JRA1 (Genomics Observatories) will be developed into standardized 
and user friendly formats and incorporated in a “one stop shop” virtual access entry point to GO data and services 
developed by MicroB3. In addition to providing access to, the portal will provide information on community data 
policies and standards, experimental protocols/logs, and the outcomes of benchmarking exercises.



Marine Data Archive - MDA Archive PublishSearch

EMBRC - European Marine Biological Resource Centre

EMBC repository How to ArchiveEMBRC Catalogue How to Publish
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Task NA2.3 Set up virtual open access entry point to 
data resources (3/3)

Task Leader: VLIZ; participants: HCMR, MBA, MPI (and all other partners).

Deliverables: D NA2.2a, b, c: Virtual Access hits to ASSEMBLE Plus data resources (M24, M36, M48)

Data that can be brought into the public domain will be prepared for data publication. A technical quality control 
will verify that all required information is included. Each of the datasets proposed for publication will be made 
citable and will be labeled with a digital object identifier (DOI). All gathered information will be checked, improved 
and validated during a common data workshop to which all providers will be invited.

The use of the virtual open access platform will be registered and monitored using built-in tools. Data availability 
and “hits” will be assessed by the Advisory Board and reported as a yearly deliverable to the EC (D-NA2.2a, b, c at 
M24, 36, 48).







Marine biological stations Long Term Biodiversity data

• Enquiry by Sidonie Gras for EMBRC: 14 responses from 7 countries

Need to adress additional AssemblePlus stations  



Genomics Observatory data

• Reinstated the OSD sampling and metadata registration tool

• Needs testing before use for 2019 event

• Discussions to be organised with GFBIO and EBI on:

• Metadata standards

• Data infrastructure

• Data brokering








