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Rationale for PROMISE s Vol

Marine protists are not just big bacteria

Given the unique adaptations of protists through symbiosis,
endosymbiosis and organelle acquisition, their ecological
functionalities present a largely untapped source to discover
novel metabolic pathways and bioactivities.
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Bacteria vs Eukaryotes oS

Keeling, P. J. and del Campo, J. 2017. Curr. Biol., 27, R541-R549.
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Current Biology

Protists represent an enormous reservoir of untapped metabolic and
biotechnological potential, just as bacteria did two decades ago.

29-11-2017 www.marinebiotech.eu 4




MarineBiotech

Unlocking the reservoir (poster
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Correlations of genes and metabolltes (knowns and unknowns)
Identification of candidate genes and canditate organisms.
Link to metagenome data (WP 2):
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Marine Chemical Ecology Aquatic biology
Structure Elucidation (MS & NMR) Plankton cultivation
Plankton molecular ecology Metabarcoding
Ecophysiology Medicinal Chemistry
Bioinformatics HelmholtzZentrum miinchen Drug Discovery

German Research Center for Environmental Health

Meta-metabolomics
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Single cell genomics

Plankton Ecology Bioinformatics

Single cell genomics & transcriptomics
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Outlook o~

With its focus on some of the least-investigated corners of biology,
PROMISE bears high innovative potential to correlate unique chemically-
mediated behaviors and capacities of protists, e.g.

- Catabolic and anabolic enzymes

- Allomones (predation, bacterial colonization, competition)
- Quorum sensing & quenching signals

- Kairomones (symbiosis)

- Host recognition and infection

- Toxins

- Pheromones...

with novel pathways and bioactive compounds and explore and exploit their
effect in medically and biotechnologically inspired test settings.
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